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Objective: Obstructive sleep apnea (OSA) is a common and potentially fatal sleep disorder. The purpose of this study was to 
construct an objective and easy-to-promote model based on common clinical biochemical indicators and demographic data for OSA 
screening.
Methods: The study collected the clinical data of patients who were referred to the Sleep Medicine Center of the Second Affiliated 
Hospital of Fujian Medical University from December 1, 2020, to July 31, 2023, including data for demographics, polysomnography 
(PSG), and 30 biochemical indicators. Univariate and multivariate analyses were performed to compare the differences between 
groups, and the Boruta method was used to analyze the importance of the predictors. We selected and compared 10 predictors using 4 
machine learning algorithms which were “Gaussian Naive Bayes (GNB)”, “Support Vector Machine (SVM)”, “K Neighbors Classifier 
(KNN)”, and “Logistic Regression (LR)”. Finally, the optimal algorithm was selected to construct the final prediction model.
Results: Among all the predictors of OSA, body mass index (BMI) showed the best predictive efficacy with an area under the receiver 
operating characteristic curve (AUC) = 0.699; among the predictors of biochemical indicators, triglyceride-glucose (TyG) index 
represented the best predictive performance (AUC = 0.656). The LR algorithm outperformed the 4 established machine learning (ML) 
algorithms, with an AUC (F1 score) of 0.794 (0.841), 0.777 (0.827), and 0.732 (0.788) in the training, validation, and testing cohorts, 
respectively.
Conclusion: We have constructed an efficient OSA screening tool. The introduction of biochemical indicators in ML-based prediction 
models can provide a reference for clinicians in determining whether patients with suspected OSA need PSG.
Keywords: biochemical indicators, obstructive sleep apnea, machine learning, prediction model, triglyceride-glucose index

Introduction
Obstructive sleep apnea (OSA) is a globally recognized medical disease. Patients with OSA may experience the upper 
airway collapsing during sleep, resulting in decreased oxygen saturation and sleep disruption, which is characterized by 
snoring, apnea, and lethargy. It is common among middle-aged and elderly people and is associated with the development 
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of long-term adverse health consequences, such as cardiovascular disease, cerebrovascular disease, and neurocognitive 
defects.1–4

In recent years, with the increasing obesity and the ageing population demographic, the overall prevalence of OSA is 
between 38% and 90%, with a higher prevalence among males.5 China is the most affected country, followed by the 
United States, Brazil, and India. OSA places a huge burden on the economy and society and also leads to an increased 
risk of motor vehicle accidents, decreased work efficiency, and a reduced quality of life.6 In 2015 alone, the cost of 
diagnosing and treating OSA in the United States was about USD 12.4 billion.7

Due to a lack of public awareness of OSA and medical resources, most suspected OSA patients with obesity, 
hypertension, habitual snoring, and lethargy8 have not been diagnosed or treated, even in developed countries with more 
resources and higher-quality education.9 According to the research estimates,9 936 million adults aged 30-69 worldwide 
have mild-to-severe OSA, of which 425 million have moderate-to-severe OSA. Therefore, it is particularly important to 
realize the large-scale screening of OSA, especially in the high-risk groups, so as to improve the diagnosis and treatment 
level of OSA and promote the sleep health of people.

Polysomnography (PSG) is the most accurate method for diagnosing OSA at present, which can be used to determine 
the severity of sleep apnea and to evaluate patients’ response to treatment,10 but it is difficult to popularize because of its 
cumbersome operation, patients’ non-compliance, and expensive medical expenses. Other PSG-based alternative meth-
ods are also difficult to complete for a large number of screening tasks due to economic reasons.11 Therefore, 
questionnaires are generally used to screen populations, including the Epworth Sleepiness Scale (ESS), the Pittsburgh 
Sleep Quality Questionnaire (PSQI), and the Function Outcomes of Sleep Questionnaire (FOSQ). However, these 
questionnaires cannot fully meet the requirements of OSA screening and are accompanied by a high rate of missed 
diagnoses. This may be related to factors such as low generalization, a large amount of readings, sensitivity to problems, 
and strong subjectivity.12 Machine learning algorithms have been widely used in the medical field.13–15 Studies have 
applied basic demographic data, physical examination, clinical history, comorbidities and cointerventions as variables to 
predict OSA, such as body mass index (BMI), neck circumference, hypertension.16–18 There are also many studies that 
utilize cephalometry, X-ray, computed tomography (CT), magnetic resonance imaging (MRI), ultrasound, and drug- 
induced sleep endoscopy to measure OSA-related data, including oral and maxillofacial anatomy measurements, the 
upper airway, respiratory muscles, subcutaneous adipose tissue (SAT), etc., to analyze the relationship between these data 
and the apnea-hypopnea index (AHI) and determine the upper airway collapsing, thus exploring their diagnostic efficacy 
for OSA.19–21 In addition, 3D face features were further extracted in some studies to establish classification algorithms 
that facilitate the utilization of information regarding linear distances and angles.22 Nevertheless, the application of these 
diagnostic methods in routine clinical settings is limited due to factors such as cost, human resources, and exposure to 
radiation.

In recent years, cell biology research on OSA has made great progress. Some biomarkers related to inflammation, 
oxidative stress, sympathetic activation, and metabolic activity have been shown to be associated with OSA, such as 
interleukin-6 (IL-6), nitric oxide (NO), cysteine, lipoprotein, etc.23 Due to the hypoxia caused by OSA, the renin- 
angiotensin-aldosterone system, endothelium, and sympathetic nervous system are activated, causing changes in cate-
chol-O-methyltransferase (COMT) activity, which plays a role in regulating the cardiovascular and metabolic risks in 
OSA patients.24 What’s more, the level of biomarkers may be related to the severity of OSA. For example, it was found 
that patients with moderate-to-severe OSA had higher average glucose levels during sleep or waking periods compared to 
those of the patients with mild OSA,25 and OSA was significantly associated with elevated blood lipid levels.26 The 
application of these biomarkers may contribute to making the screening less subjective and enabling mass screening.27

This study aims to find easy-to-measure, inexpensive biochemical indicators related to the severity of the disease, 
which may benefit large-scale OSA screening and further study on the pathophysiological mechanism of OSA. 
Furthermore, in order to increase the detection rate of OSA and achieve better social and economic benefits, this 
study aims to construct an OSA prediction model based on selected biochemical indicators, which can provide clinicians 
with decision reference on prompt referral of patients with suspected OSA and whether they need to undergo PSG. The 
statement of significance is highlighted in Table 1.
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Method
Study Population
This study is a retrospective study. The clinical data of 4124 patients who were referred by other clinical departments or 
actively visited the Sleep Medicine Center of the Second Affiliated Hospital of Fujian Medical University (Donghai 
Branch) or the Sleep Medicine Center of the Second Affiliated Hospital of Fujian Medical University (Licheng Branch) 
and underwent PSG examination from December 1, 2020 to July 31, 2023 were retrospectively collected.

Patients were excluded according to the following criteria: (a) having incomplete clinical data, such as missing BMI 
and biochemical data, etc.; (b) being aged <18 years or ≥80 years; (c) having complicated with severe underlying 
diseases (such as acute heart failure, acute cerebral infarction, hypokalemia, respiratory failure, or patients who need 
oxygen due to other conditions), severe lung diseases, and nasopharyngeal and oral diseases.

After exclusion, the relevant clinical data of 892 patients were included, of which 695 patients were from the Donghai 
Branch, and 197 patients were from the Licheng Branch. The final model of this study selected Donghai Branch patients’ 
data as the training set and verification set, and Licheng Branch patients’ data as the testing set.

The flowchart of this study has been shown in Figure 1. This study was approved by the Ethics Review Committee of 
the Second Affiliated Hospital of Fujian Medical University, and this study complies with the Declaration of Helsinki.

Data Collection
To avoid bias as much as possible, the PSG data and variable data of this study were extracted independently by two 
dedicated individuals who were unaware of the study background, and the data were analyzed after removing patient 
privacy information and setting dummy variables.

Data of PSG
According to the specialized medical database system of our sleep medicine center, we queried the patients’ PSG 
examination reports. Our data sources include two sleep medicine centers located in Donghai Branch and Licheng 
Branch.

The sleep breathing monitoring equipment in Donghai Branch includes the Australian Condi Grael high-definition 
polysomnography system and the Australian Condi Somte-PSG polysomnography system.

The sleep breathing detection equipment in Licheng Branch includes the German Snowman polysomnography 
monitoring system and Iceland Nox Medical’s NOX T3 sleep recorder.

The PSG detection operations in the two branches were performed by their respective nurses and were independent of 
each other. The interpretation of the PSG report was performed by their respective doctors.

The monitoring items included electroencephalogram, mandibular electromyography, electrooculogram, heat- 
sensitive and pressure-type oronasal airflow, chest and abdominal movement, oxygen saturation (SaO2), electrocardio-
gram, leg movement, and body position data. All the PSG data were manually evaluated according to the 2007 edition of 
the American Academy of Sleep Medicine.28,29 According to diagnostic standards, AHI serves as the main basis for 
diagnosing the obstructive sleep apnea. The OSA can be diagnosed if the patient has reported symptoms and has 5 or 

Table 1 Statement of Significance

Problem or Issue The potentially serious complications of obstructive sleep apnea warrant mass screening of high-risk populations. 

However, there is still a lack of a reliable and accurate tool for early screening and diagnosis of OSA.
What is Already Known Factors such as age and BMI have been proved to be significantly related to OSA. At the same time, obstructive sleep 

apnea can cause hypoxia and induce systemic inflammatory response, thereby OSA patients can represent abnormal 

bleeding biochemical indicators. The application of machine learning method may provide an efficient tool for assisting 
in OSA diagnosis and treatment.

What this Paper Adds This study systematically evaluate the relationship between the common clinical biochemical indicators and OSA for 

the first time, and develop a machine learning model incorporating biochemical indicators to enhance the diagnostic 
value of objective metrics for obstructive sleep apnea.

Abbreviations: OSA, obstructive sleep apnea; BMI, body mass index.
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Figure 1 The flowchart of preprocessing, dataset splitting, model selecting and final model training. 
Abbreviations: BMI, body mass index; OSA, obstructive sleep apnea; AHI, apnea-hypopnea index.

Nature and Science of Sleep 2024:16                                                                                               https://doi.org/10.2147/NSS.S453794                                                                                                                                                                                                                       

DovePress                                                                                                                         
417

Dovepress                                                                                                                                                           Huang et al

Powered by TCPDF (www.tcpdf.org)Powered by TCPDF (www.tcpdf.org)

https://www.dovepress.com
https://www.dovepress.com


more obstructive respiratory events (AHI ≥ 5 e / h) during sleep per hour in the PSG record. Patients with an AHI 
between 5-15 are diagnosed with mild OSA, an AHI between 15 and 30 was defined as moderate OSA, and an AHI 
between 30 and more indicated severe OSA.30

Basic Clinical Data
The clinical basic data of patients were queried using the electronic medical record system of our hospital. These mainly 
include gender, age, weight, and height. At the same time, the main clinical diagnosis of each patient was inquired. BMI 
was defined as kg / m2.

Biochemical Indicators Data
The Donghai Branch used the automatic biochemical analyzer (model: Cobas C702; manufacturer: Germany Roche 
Diagnostics GmbH) to detect the biochemical indicators of patients during fasting.

The Licheng Branch used an automatic biochemical analyzer (model: AU5800; manufacturer: Beckman Coulter, Inc.) 
from the United States, which also tests the biochemical indicators of the patients during fasting.

Through the patient’s medical record number, the corresponding 30 biochemical indicators were queried using our 
hospital system.

The triglyceride-glucose (TyG) index was defined as (triglyceride [mg / dL] × glucose [mg / dL] / 2).31 It is 
considered to be a biomarker of insulin resistance.

Statistical Method
The standard descriptive statistical method was used to analyze the data. The continuous variables are described as mean 
and standard deviations (SD), and the categorical variables are described by percentages. The Shapiro-Wilk test was used 
to determine whether variables conform to normal distribution. The normal distribution values were tested using an 
independent t-test, and the abnormal distribution values were tested using a Mann-Whitney U-test. The chi-square test 
was used to test the difference between the observed data and the expected data. P < 0.05 was considered to be 
statistically significant. All statistical analyses were performed using R version 3.6.3 and python version 3.7.

Machine Learning Modeling
Selection of Predictors
Collinearity analysis: Collinearity analysis was performed on factors with statistically significant differences between 
groups, and factors with variance inflation factor (VIF) > 10 were excluded. Next, the rest of the factors were analyzed.

Univariate and multivariate logistic analysis: Univariate analysis and multivariate logistics were used to analyze the 
included predictors, and a corresponding odd ratio (OR) value forest map was drawn. Only statistically significant 
predictors were included in the subsequent analysis and considered as important (P < 0.05).

Then, the receiver operating characteristic (ROC) curve of each predictor was used to evaluate the ability of each 
predictor to identify the OSA and non-OSA patients.

Impact factor importance analysis: Boruta was used to analyze the importance of the predictors. Boruta is a packaging 
algorithm that uses random forests to conduct feature selection. The Boruta function evaluates the importance of each 
variable in a circular manner. For each iteration, the importance of the original variable and the shadow variable is 
compared.

Machine Learning Model Construction and Evaluation
The 695 patient data from Donghai Branch were randomly divided into a training cohort and validation cohort at a ratio 
of 7:3, while the 197 patient data from Licheng Branch were used as the testing cohort. Firstly, based on the data from the 
Donghai Branch, we tried to classify the OSA and non-OSA patients using four machine learning models: “Gaussian 
Naive Bayes (GNB)”, “Support Vector Machine (SVM)”, “K Neighbors Classifier (KNN)”, and “Logistic Regression 
(LR)”. The 10-fold cross-validation was applied to reduce the contingency caused by the single division of the training 
set and the validation set and improve the generalization ability of the prediction model.
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Multiple evaluation indicators, including the AUC, sensitivity, specificity, positive predictive value, negative pre-
dictive value, and F1 score were used to comprehensively evaluate our machine learning models. Among them, the F1 
Score is defined as 2Precison�Recall

PrecisionþRecall, which reconciles the two metrics of precision and recall to provide a more compre-
hensive model evaluation, especially in a modelling process with imbalanced sample sizes. Its maximum value is 1, 
while the minimum value is 0. By comprehensively considering these indicators, the optimal one was chosen as the final 
independent model. The learning curve was plotted to evaluate the relationship between the performance of the predictive 
model and the size of the training set. The calibration curve was performed to evaluate the predictive accuracy of the 
classification model, which is the difference between the predicted results of the model and the actual observed results. 
Decision curve analysis was conducted to calculate the net benefit of the predictive model in a clinical situation.

On the basis of selecting the best prediction model, we created an online risk calculator32 that can use new input 
patient data for OSA prediction.

Result
Participant Characteristics
After screening, 892 eligible patients were included in the study, of which 695 patients’ data from Donghai Branch were 
used as the training and validation cohorts, and 197 patients’ data from Licheng Branch were used as the testing cohort. 
The characteristics of the variables of the patients in the two hospital areas are shown in Supplementary Table 1.

Among the factors of the training cohort, a total of 18 variables were statistically significant in the difference between 
the OSA and non-OSA groups. In terms of demographic variables, there were significant differences in gender 
(P<0.001), BMI (P<0.001), and age (P=0.001) between the two groups. Regarding the biochemical indicators related 
to liver function injuries, the differences in aspartate aminotransferase (AST) (P=0.033), alanine aminotransferase (ALT) 
(P=0.005), and gamma-glutamyltransferase (GGT) (P<0.001) between the two groups were statistically significant. 
Among the biochemical indicators related to lipid metabolism, there were statistically significant differences in trigly-
ceride (TG) (P<0.001), high density lipoprotein cholesterol (HDL-C) (P=0.017), apolipoprotein B (ApoB) (P=0.008), and 
apolipoprotein B/apolipoprotein A1 (ApoB/ApoA1) (P=0.016) between the two groups. Regarding the biochemical 
indicators related to renal function injuries, the differences in blood urea nitrogen (BUN) (P=0.024), serum creatinine 
(SCr) (P=0.021), uric acid (UA) (P=0.007), and anion gap (AG) (P=0.004) between the two groups were statistically 
significant. Among the biochemical indicators related to glucose metabolism, the difference in glucose (GLU) (P<0.001) 
values between the two groups was statistically significant. In terms of the biochemical indicators related to myocardial 
injuries, the difference between lactate dehydrogenase (LDH) (P<0.001) and creatine kinase (CK) (P=0.024) was 
statistically significant. The difference between the TyG indexes (P<0.001) was also statistically significant. The VIF 
of 18 variables with differences between the groups was less than 10, and it was considered that these variables did not 
have serious collinearity problems (Details are seen in Supplementary Table 2).

Univariate and Multivariate Analysis
A binary logistics regression model was constructed for univariate analysis. A relationship between age, BMI, ALT, AST, 
GGT, TG, HDL-C, ApoB, ApoB/ApoA1, BUN, SCr, UA, GLU, LDH, CK, AG, TyG index, gender, and OSA grade was 
observed, and multivariate analysis was performed. The covariates of the multivariate model were complications, 
including cardiovascular, cerebrovascular diseases, and diabetes (Details are shown in Supplementary Table 3; 
a corresponding OR value forest map is presented in Figure 2).

The results showed that BMI, gender, age, GGT, TG, TyG index, LDH, ApoB, ApoB/ApoA1, AG, HDL-C, GLU, and 
UA were statistically significant in the univariate and multivariate analyses (P < 0.05). Among them, HDL-C is 
a protective factor for OSA, and being male and other indicators are risk factors for OSA.

The ROC Curves of Each Variable
The predictive factors generated according to the analysis results were used to identify the OSA and non-OSA groups, 
and a corresponding receiver operating characteristic curve (ROC curve) (Figure 3) was obtained, and the ROC-related 
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Figure 2 The OR value forest maps of the univariate and multivariate analysis. (A) The forest maps of OR values; (B) The forest maps of adjusted OR values. 
Abbreviations: OR, odds radio; CI, confidence interval; BMI, body mass index; ALT, alanine aminotransferase; AST, aspartate aminotransferase; GGT, gamma- 
glutamyltransferase; TG, triglyceride; HDL-C, high density lipoprotein cholesterol; ApoB, apolipoprotein B; ApoB/ApoA1, apolipoprotein B/apolipoprotein A1; BUN, 
blood urea nitrogen; SCr, serum creatinine; UA, uric acid; GLU, glucose; LDH, lactate dehydrogenase; CK, creatine kinase; AG, anion gap; TyG index, triglyceride-glucose 
index.

Figure 3 The ROC curves of each variable. (A) The ROC curves of demographic variables. (B) The ROC curves of biochemical indicators. 
Abbreviations: BMI, body mass index; GGT, gamma-glutamyltransferase; TG, triglyceride; TyG index, triglyceride-glucose index; LDH, lactate dehydrogenase; ApoB, 
apolipoprotein B; ApoB/ApoA1, apolipoprotein B/apolipoprotein A1; AG, anion gap; HDL-C, high density lipoprotein cholesterol; GLU, glucose; UA, uric acid.
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parameters of each variable were calculated (Supplementary Table 4). Among all the predictors, the AUC value of BMI 
was the highest, reaching 0.699. Among the predictors of biochemical indicators, the AUC value of TyG index was the 
highest, reaching 0.656.

Feature Screening
Boruta was used to analyze the importance of the predictors (Figure 4). Finally, age, BMI, TyG index, TG, gender, ApoB, 
GGT, ApoB/ApoA1, LDH, and GLU were included as predictors of modeling.

Four Machine Learning Models
The models were established using the training/verification mechanism of 10-fold cross-validation. The parameters and 
performance evaluation indexes of the four models are shown in Supplementary Tables 5–7. Ranked according to the 
AUC, the KNN performed best in the training set, and the LR model performed best in the validation set among all the 
models (Figure 5). The inconsistency between the two results may indicate that KNN over-fits, while the LR model may 
have relatively good stability. With the highest F1 score and the best performance shown in the calibration curve, the LR 
model was selected as the final model.

Logistic Regression Prediction Model
The LR machine learning method was used to classify the OSA and non-OSA groups. The variables in the model 
included age, gender, BMI, ApoB/ApoA1, ApoB, LDH, GLU, TG, GGT, and TyG index.

The model parameters are: C (regularization factor): 1.0; max_iter (number of iterations): 100; penalty (regularization 
type): l2; Tol (convergence measure): 0.0001.

In this model, the patient data from Licheng were used as the testing cohort, N = 197 cases (22.09%), and the patient 
data from Donghai were used as the training cohort. Ten-fold cross-validation was performed, and an AUC = 0.777 ± 
0.071 was obtained in the validation cohort. The final model had an AUC = 0.732 and accuracy = 0.701 in the testing 
cohort (Table 2; Figure 6).

Figure 4 The results of Boruta predictor importance analysis. In the figure, Tentative is yellow, Rejected is red, Accepted is green, and Shadow is blue. 
Abbreviations: AG, anion gap; UA, uric acid; HDL-C, high density lipoprotein cholesterol; GLU, glucose; LDH, lactate dehydrogenase; ApoB/ApoA1, apolipoprotein B/ 
apolipoprotein A1; GGT, gamma-glutamyltransferase; ApoB, apolipoprotein B; TG, triglyceride; TyG index, triglyceride-glucose index; BMI, body mass index.
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The AUC difference between the validation and testing cohorts was less than 10%, which reflected successful fitting. 
The learning curve of the model (Figure 6) showed that the performance of the LR model in the training cohort and the 
validation cohort tended to be stable after 500 samples were acquired. Considering the sample imbalance in the data, the 
F1 score was a more reasonable model evaluation index than the accuracy rate. In the test set, the F1 score of the model 
reached 0.788, indicating that this model had a higher quality. In addition to the above indicators, the calibration and 
clinical decision curves of this LR model performed well (Figure 6) and had a practical clinical application value. Based 
on this model, an online risk calculator tool was built at http://psg.angelong.cn/.

Figure 5 Results of four prediction models. (A) The ROC curves of four prediction models in the training set; (B) The ROC curves of four prediction models in the 
validation set; (C) The forest plots of AUCs in each model; (D) The calibration curves of four prediction models. 
Abbreviations: ROC, receiver operating characteristic; AUC, area under the receiver operating characteristic curve; SD, standard deviations; LR, Logistic Regression; 
GNB, Gaussian Naive Bayes; SVM, Support Vector Machine; KNN, K Neighbors Classifier.
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Discussion
Principal Findings
OSA patients may have complications such as hypertension, coronary heart disease, stroke, and other serious conse-
quences such as sudden death at night. Therefore, early screening and diagnosis of OSA are very important for the timely 
detection and treatment of related complications and the improvement of patients’ quality of life.

To our knowledge, this study was the first one to systematically evaluate the relationship between the common 
clinical biochemical indicators and OSA. Among the included demographic indicators and 30 biochemical indicators, 10 

Table 2 Model Performance and AUC of the LR Model

Data Summary AUC(SD) Cutoff(SD) Accuracy 
(SD)

Sensitivity 
(SD)

Specificity 
(SD)

Positive 
Prediction 
value(SD)

Negative 
Prediction 
value(SD)

F1 
Score(SD)

Training cohort 0.794 

(0.007)

0.822 

(0.014)

0.753 

(0.017)

0.766 

(0.027)

0.693 

(0.038)

0.932  

(0.006)

0.350  

(0.015)

0.841 

(0.014)
Validation cohort 0.777 

(0.070)

0.822 

(0.014)

0.738 

(0.051)

0.760 

(0.137)

0.749 

(0.183)

0.924  

(0.028)

0.329  

(0.050)

0.827 

(0.083)

Testing cohort 0.732 0.85 0.701 0.693 0.706 0.913 0.324 0.788

Abbreviations: LR, Logistic Regression; AUC, area under the receiver operating characteristic curve; SD, standard deviations.

Figure 6 Results of the LR prediction model. (A) The ROC curve of the LR model in the training set; (B) The ROC curve of the LR model in the validation set; (C) The 
ROC curve of the LR model in the test set; (D) The learning curve of the LR model; (E) The calibration curve of the LR model; (F) The clinical decision curve of the LR 
model. 
Abbreviations: ROC, the receiver operating characteristic; AUC, area under the receiver operating characteristic curve; SD, standard deviations; LR, Logistic Regression.
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predictors were ultimately selected to discriminate OSA patients from non-OSA groups. The applied predictors included 
age, gender, BMI, ApoB/ApoA1, ApoB, LDH, GLU, TG, GGT, and TyG index.

Among the biochemical indicators, the TyG index achieved a highest AUC for differentiating the OSA and non-OSA 
groups, indicating that it may be a reliable predictor. This is consistent with the results of previous studies. It has been 
shown that OSA is independently associated with a higher TyG index, and the TyG index is associated with disease 
severity in non-obese and non-diabetic subjects.31,33 The predictive ability of the TyG index may be related to insulin 
resistance (IR), which is caused by changes in lipid metabolism, glucose treatment, the gastrointestinal microbiota, and 
inflammation.34 Due to the down-regulation of the insulin receptor in adipocytes and skeletal muscle,35 β cell dysfunc-
tion, sympathetic nerve bursts,36 and hormone changes, chronic intermittent hypoxia may lead to OSA-related IR,37–40 

while the TyG index is a marker of IR.41

Elevated TG levels were found to increase the OSA risk, while there was a negative correlation between HDL-C and 
the risk of OSA, which was consistent with the results of Zheng et al’s study.42 OSA is closely related to the lipoprotein 
and lipid metabolisms. Among them, triglyceride/HDL-C, total cholesterol (TC)/HDL-C, and the atherogenic index are 
more predictive of severe OSA than the other non-traditional lipid indicators.43 For example, HDL-C can inhibit cytokine 
expression and has anti-inflammatory and anti-oxidative effects, while OSA patients have elevated levels of oxidative 
stress and systemic inflammatory response, which can lead to decreased HDL-C levels.44,45 The AHI of non-rapid eye 
movement sleep (NREM) was independently associated with the maximum number of changes in the blood lipid profile, 
including TC, low density lipoprotein cholesterol (LDL-C), and ApoB.46 This provides a new idea for the inclusion of 
predictors in subsequent research.

In addition, OSA is closely related to systemic damage, and our study also shows that OSA patients can have 
a number of abnormal blood biochemical indicators related to organ dysfunction.

OSA induces systemic inflammatory response and oxidative stress. Oxidative stress further activates the inflammatory 
pathway, leading to hepatocyte inflammation and various liver diseases of nonalcoholic steatohepatitis (NASH).47 The risk of 
liver disease in OSA patients doubled, and there was a relationship between OSA and steatosis progression to steatohepatitis.48,49 

The OSA-related liver function damage is further reflected in abnormal blood biochemical indicators, such as GGT.
Abnormal indicators such as UA and AG suggests that OSA may be associated with renal function damage. It was 

reported that there may be a two-way relationship between OSA and chronic kidney disease (CKD), and the prevalence 
of CKD increases with the number of metabolic disease comorbidities.50,51

We found that the ApoB/ApoA1 ratio increased with the severity of OSA, which is consistent with other studies.52 

OSA is considered to be a cardiovascular risk factor.53 Intermittent hypoxia (IH), one of the characteristics of OSA, can 
directly or indirectly lead to myocardial cell death and myocardial injury by regulating a variety of biological 
processes.54 This suggests that OSA may be associated with cardiovascular function damage, which is further reflected 
in abnormal blood biochemical indicators such as CK and LDH.

Considering the huge burden caused by the disease progress, OSA is still underdiagnosed in clinical settings. The 
developed questionnaire-based OSA prediction tools mostly face challenges such as strong subjectivity, a recall bias, the 
difficulty of observation, a large number of readings, and low-level accuracy.12,55,56 With the increasing application of 
machine learning in the medical field, there have been studies on the construction of disease prediction models based on 
clinical biochemical indicators.57–59 It is of great significance to construct an objective biochemical-indicator-based model 
combining common demographic and anthropometric indexes for distinguishing OSA patients, which has potential benefits 
in improving the diagnostic accuracy, avoiding a subjective bias, and reducing the observation difficulty.

The AUC of the model developed in this study reached 0.732 in the test set, which was similar to those of other 
studies. An OSA prediction model based on the BMI, gender, blood glucose, and age of obese patients achieved 
a predictive efficiency of 83%,60 while another OSA prediction model based on general demographic characteristics, 
blood gas analysis data, and the TyG index reached an AUC of 0.688.61 These studies indicate that the application of 
machine learning algorithms can improve the diagnostic value of biochemical metrics for OSA.

Considering that the clinical biochemical indicators applied in the model are all common and easy to obtain, with no 
additional cost and high equipment requirements, this model can be used to screen OSA in tertiary, secondary, and 
primary hospitals. All of these increase the generalization of the model.
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When individuals at high risk of OSA undergo a physical examination or seek medical attention in other departments 
for complications, blood biochemical results can be utilized to generate predictive outcomes in the model. The online risk 
calculator tool can provide a numerical value of the probability of disease occurrence, when patients and doctors enter 
values for 10 predictors remotely on the website. For suspected OSA patients identified through the model, healthcare 
professionals can recommend a referral to a professional sleep medicine center for corresponding help, so as to enhance 
public awareness of OSA and improve the diagnosis and treatment rate of OSA. For patients with suspected OSA who 
have visited sleep medicine specialists, the model can assist doctors in making an early diagnosis and determining the 
necessity of polysomnography, considering its complexity and cost. In addition, the dynamic changes in blood biochem-
ical indicators make this model a promising tool for continuous evaluation of the efficacy of OSA patients.

Strengths and Limitations
Compared with previous studies, we employed commonly used clinical biochemical indicators to predict OSA for the 
first time and incorporated additional objective indicators such as demographic data as predictors. This may mitigate 
subjective and recall biases, thereby enhancing the accuracy of OSA diagnosis. What’s more, the sample size calculations 
were performed using an online interactive tool.62 The findings indicated that a minimum sample size of 680 was 
required, in addition to the implementation of 10-fold cross validation, thereby demonstrating the adequacy of our sample 
size in ensuring the requisite statistical power for robust outcomes.

Despite the aforementioned advantages, our research still possesses certain limitations. Firstly, we only used age, 
BMI, gender, and common clinical biochemical indicators to establish the prediction models. However, it is important to 
acknowledge that OSA is also influenced by genetic factors, which we did not consider in this study. Secondly, both our 
internal and external validation were geographically limited and lacked validation across diverse ethnic groups and 
populations. Therefore, we intend to conduct external validation in other institutions to verify our prediction model. 
Thirdly, socio-economic factors are conducive to a more comprehensive understanding of OSA and its correlation. 
However, we were unable to collect socio-economic information due to the retrospective nature of our study. Lastly, the 
prevalence of OSA in our sleep center is higher than that in the general population, and our prediction model may be 
more suitable for guiding the referral of patients with suspected OSA.

Conclusions
Machine learning models have the potential to enhance the diagnostic value of biochemical metrics for obstructive sleep 
apnea. We have developed an efficient OSA screening tool, and incorporating biochemical indicators into machine 
learning-based prediction models holds promise in assisting clinicians to determine whether patients with suspected OSA 
require further diagnosis and treatment.

Abbreviations
OSA, obstructive sleep apnea; PSG, polysomnography; GNB, gaussian naive bayes; SVM, support vector machine; 
KNN, K Neighbors Classifier; LR, Logistic Regression; BMI, body mass index; AUC, area under the receiver operating 
characteristic curve; TyG index, triglyceride-glucose index; ML, machine learning; ESS, Epworth Sleepiness Scale; 
PSQI, Pittsburgh Sleep Quality Questionnaire; FOSQ, Function Outcomes of Sleep Questionnaire; CT, computed 
tomography; MRI, magnetic resonance imaging; SAT, subcutaneous adipose tissue; AHI, apnea-hypopnea index; IL-6, 
interleukin-6; NO, nitric oxide; COMT, catechol-O-methyltransferase; SaO2, oxygen saturation; SD, standard deviations; 
VIF, variance inflation factor; OR, odd ratio; ROC, receiver operating characteristic; AST, aspartate aminotransferase; 
ALT, alanine aminotransferase; GGT, gamma-glutamyltransferase; TG, triglyceride; HDL-C, high density lipoprotein 
cholesterol; ApoB, apolipoprotein B; ApoB/ApoA1, apolipoprotein B/apolipoprotein A1; BUN, blood urea nitrogen; 
SCr, serum creatinine; UA, uric acid; AG, anion gap; GLU, glucose; LDH, lactate dehydrogenase; CK, creatine kinase; 
IR, insulin resistance; TC, total cholesterol; NREM, non-rapid eye movement sleep; LDL-C, low density lipoprotein 
cholesterol; NASH, nonalcoholic steatohepatitis; CKD, chronic kidney disease; IH, intermittent hypoxia.
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